1Bacterial resistance to antibiotics currently represents a topic of high interest. Unfortunately, studies addressing their adaptation and multidrug tolerance latency 1 are not sufficient for a comprehensive description of the pathogen-host molecular interaction mechanisms (interactome) and the bacterial internalization into human cells, which leads to modified human genes. Although culturing techniques still represent the gold standard for bacterial identification, PCR is a valuable tool for detecting bacterial pathogenic agents, especially when they die or lyse easily due to inappropriate storage conditions or prior antibiotic treatment, as it does not require live or intact cells. when using small and qualitative-poor DNA samples. Furthermore, quantitative real-time reverse-transcription PCR (qRT-PCR) can be used to evaluate transcription 8 and to measure gene expression levels in different mutant strains, 9 offering a complete and realistic picture of the bacterial internalization.
